Sl S 1

Welcome to

My LABO!

4

EGHTARE | HMEDRED S HEE T
WAETIUXRFARFREFHAH REF

*p
[H R E]

LHEOMAT—<IE EM - REMBOMEEISE CH (T2 EGCTFRRFHEBO®EE, 2L TZ0K
RICK>THEUSEEDRERMBEAEEDORAR] TF, HlEL L TEII IO FRMER, EETEANL
mEECRERE YIYOREGEERTOZEIRF 77 2 U —O#EEREYT (Tamura et al. Annu Rev Immunol.
2008) XTI EYS /A VOXFUERIBERITTT., D FLOERLNIITEFL, HEMEOERERE
CHYPVIRAHDELTWET, BFRFEE LTI ChiIP-seq - (single cell) RNA-seq - B2 H(C &k 2 BEMN
BB, NAFA2TAIT 4 VAPEZL DEGFREYVAZEZRHNTWET,

RIETIEIRFB ICDWT, ZOHRERFHNPUIEHITERMAI N Y —DERX M HIKAE/ A FI)VLZE
BIERIL KA EDEMBEGTEFET S ECLYEBKDELET S & (Kurotaki et al. Blood. 2013),
BZERMRE (B - SHAMR) [ToMbT SBICTFRIRANDDMEEEZERKA T HDI(F IRF8 S C/EBPa [THEE
UHBEAHNHI Z £ 1CK D 2 & (Kurotaki et al. Nat Commun. 2014), IRF8 [E Gata2 FFEIC & > TIFEREEK L
([CWBIRRE|Z RIS 2 & (Sasakietal. Blood. 2015) #R\\ZL, F/= IRF8 [CESAH T/ CML IREEDE
fRAD;R LR (Watanabe et al. Cancer Res. 2013) Z12IEL TWVE T,

(& : Bf &)

[¥—7— K]
a1, EERF, IRF, ChiP-seq

—502—



R IR 57 (2016) : 4

Irf8-- progenitors Mo/Me Distal IRF8 binding motifs
® IRF8 AN EICE
g —1 2, 40.9% (1.0%)
o | : IECS
Sampling 18.3% (0.7%)
i . ISRE-like
ChiIP-seq density heat map 8.2% (0.6%)
H3K4me1 PU.1 IRF8
ChiIP ChiP ChiIP
Cells: MSCV IRF8 MSCV IRF8 IRF8 H3K4me1
” _ (distal) PU.1
_5 i 95025 35 )
© .= : 73 3.0 Cells:
29 i | o g 0.204 25 —mscv
5 L i =245l ol — IRF8
52 i i oz )
£35 & &@ 010 1-3:
£E i £.8 0.05- :
s g ° 0.5
o P <§0-00||||||||| 0.0 TTTrTrITTT
[4 4202 4 4202 4
a. Distance from IRF8 peaks (kb)

—&B Kurotaki et al, Blood 121: 1839, 2013
© by the American Society of Hematology

B R F D ChiP-seq f#H7

(eES )

1) BREE, NRE— BEAR IO/ FRBROMEEEZERTF. BRI. 2015; 56: 1861-1870.

2) Tamura T, Kurotaki D, Koizumi S. Regulation of myelopoiesis by the transcription factor IRF8. Int ] Hematol.
2015; 101: 342-351.

3) Sasaki H, Kurotaki D, Osato N, et al. Transcription factor IRF8 plays a critical role in the development of murine
basophils and mast cells. Blood. 2015; 125: 358-369.

4) Kurotaki D, Yamamoto M, Nishiyama A, et al. IRF8 inhibits C/ EBPa activity to restrain mononuclear phagocyte
progenitors from differentiating into neutrophils. Nat Commun. 2014; 5: 4978.

5) Watanabe T, Hotta C, Koizumi S, et al. The transcription factor IRF8 counteracts BCR-ABL to rescue dendritic
cell development in chronic myelogenous leukemia. Cancer Res. 2013; 73: 6642-6653.

6) Kurotaki D, Osato N, Nishiyama A, et al. Essential role of the IRF8-KLF4 transcription factor cascade in murine
monocyte differentiation. Blood. 2013; 121: 1839-1849.

7) Tamura T, Yanai H, Savitsky D, Taniguchi T. The IRF family transcription factors in immunity and oncogenesis.
Annu Rev Immunol. 2008; 26: 535-584.

(1538 T & 5 $k1i7]

1. BFRIRFIEH &< [TEERFORET : ChiP-seq, microarray, (single cell) RNA-seq
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